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Environmental DNA 
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If  we don’t share, 
we miss out on 
crucial stories



Our starting point



Country 
Participants

Organizational 

Participants

Peer-review papers

using data

Species 

occurrence records

Datasets

Publishers

Average records 

downloaded per month (2025)

3,089,709,484

12,636

267.6 billion

65

42

112,514 

2,427

Hosted portals

53

www.gbif.orgBy the numbers | 1 April 2025
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Streamlining the upload of biodiversity data 
to global repositories with eDNAbridge
Kiel Hards – Senior Data Scientist, Epi

May 2026

R Exchange 2026



How do we 
balance bulk 

eDNA 
submission 
with data 

integrity and 
quality 

validation?

Image source: https://fishbio.com/traces-left-behind/





Technically Challenging
Time Consuming





Open source 
approach 

allowed us to 
handle complex 
scientific data 
while staying 

flexible



• Open-source R package 

• From sequencing laboratory outputs to 
publication in GBIF repository

• Aimed at bulk / automated data 
uploads

• Supports both guided, interactive use 
and integration into laboratory 
pipelines



Custom
Data

Wilderlab 
Data

Field mapping Field validation GBIF IPT
serverArchive

Validated Records

Archive
Metadata

or

core

ext.



Tailored documentation, guided workflows, CLI option



Using eDNAbridge

• Documentation in a pkgdown site 
• Run pkgdown::build_site() to view

• Run eDNABridge() for a CLI helper to 
do one-off submissions

• Multiple functions to customize 
workflows via extendible modules:
• Data Ingestion & Validation

• Metadata and Archive Creation

• Archive upload & publication

Custom workflow example



Data Uploaded in the eDNAbridge pilot project

Organisation eDNA samples Occurrences

DOC 2,710 430,886

HBRC 1,753 310,699

Earth Sciences 63 22,548

Total 4,526 764,133



Core package 
tailored for all 

types of 
occurrence 

data, not just 
eDNA

Modular design allows new extensions in 
the future:  

FAIRe ingestion / validation?

GBIF MDT server support?

OBIS server support?



Package availability

• Via GBIF’s GitHub – https://github.com/gbif/eDNAbridge
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Other similar examples on Epi 
website:

www.epi.group

http://www.epi.group/
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