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Summary

Diagnostic laboratories are a key data source for health information in
both human and animal health. However, data application at the population or
group level has been limited because reporting is primarily focused on individual
cases or at a highly aggregated population level, allowing little opportunity for
customised data exploration by end-users. While laboratory data will always be an
opportunistic source of information for population health studies and interventions,
advances in metadata collection and assembly will make laboratory data more
usable in the future.
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To address this challenge LAB SAVI provides a customer interface for laboratory
testing results where the user can explore real-time test results in space and time,
filter by specific criteria or compare genetic sequences of outbreaks. The first
version of LAB SAVI was developed to monitor swine health and includes PCR and
sequencing results for Porcine Respiratory and Reproductive Syndrome (PPRS) as
well as antimicrobial susceptibility testing outputs.
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* map-driven access to both cases (reflecting farm visits) and
procedures (reflecting specific laboratory tests) Figure 2: Map-driven access to cases and procedures.

e antimicrobial susceptibility profiling
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Furthermore, it creates improved accessibility to specialist analysis, such as the
assessment of genetic relatedness or exploration of susceptibility trends.
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A demo video of LAB SAVI is available at: https://vimeo.com/359697105
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